ONE WORLD

o =~

5 y
£
7

UCDAVIS

SCHOOL or MEDICINE

Medical Microbiology and Immunology
MMI 291 Seminar Series

Emerging Challenges in Microbiology and Immunology
Current Theme: Interdisciplinary Research

Brian Strahl, Ph.D.

Professor and Vice Chair
Department of Biochemistry and Biophysics

University of North Carolina School of Medicine

“Transcriptional control by readers

and writers of the Histone Code”

Friday, November 30, 2018
Genome and Biomedical Sciences Facility, Auditorium Room 1005
12:10 PM - 1:00 PM

Research work: Dr. Strahl’s lab is interested in the role that histone post-translational modifications have in
chromatin biology. Specifically, they are studying how enzymes that ‘write’ and ‘read’ histone modifications
contribute to the function of chromatin and DNA-templated functions like gene transcription. To do so, they are
employing a range of model organisms (yeast to mammalian cells) and approaches (genomics, genetics,
biochemistry, biophysics as well as proteomics) that, together, are elucidating how readers and writer enzymes
function to sculpt the chromatin landscape and regulate gene transcription.
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